SEQUENCE LISTING 



<110> ISHIZAKI, JUN 
SUZUKI, NORIKO 
HANASAKI , KOH JI 

<120> A GENE ENCODING NOVEL HUMAN SECRETORY TYPE PHOSPHOLI PASE A2 

<130> 220738US0PCT 

<140> 10/088,092 

<141> 2002-03-21 

<150> PCT/JP00/06344 

<151> 2000-09-18 

<150> JP 11-266616 

<151> 1999-09-21 

<160> 34 

<170> Patentln version 3.1 

<210> 1 

<211> 320 

<212> DNA 

<213> Mus musculus 



<220> 

<221> misc_f eature 

<222> (1) . . (1) 

<223> n = a, c, g, or t 

<220> 

<221> misc_feature 

<222> (11) . . (11) 

<223> n = a, c, g, or t 

<220> 

<221> misc_feature 

<222> (29) . . (29) 

<223> n = a, c, g, or t 

<220> 

<221> misc_feature 

<222> (38) . . (38) 

<223> n = a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (140) . . (140) 

<223> n = a, c, g, or t 

<220> 

-2- 



<221> misc_f eature 
<222> (295) . . (295) 
<223> n = a, c, g, or t 

<400> 1 

cttcaagaga ngagggaaac ctgccctgna gtacaatnac tatggctgct attgcggtgt 60 

cggtggctcc cactggccag tgggacgaaa cggattggtg ttgtcatgcc catgactgct 120 

gctatggccg cctggagaan ctgggctgtg accccaagct ggaaaagtac ctcttctcta 180 

tcactcgaga caacatcttc tgtgctggta aaacggcttg ccagcggcat acctgcgaat 240 

gtgacaaaaa accgctctct gctttcgcca caacctgaac acttacaacc gcaantatgc 300 

ccactacccc aacaagctgt 320 

<210> 2 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<220> 

<221> mi sc__f eature 

<222> (11) . . (11) 

<223> n = a, c, q, or t 



<400> 2 

cttcaagaga ngagggaaac ctg 23 
<210> 3 



-3- 



<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic DNA 

<400> 3 

agcttgttgg ggtagtgggc 

<210> 4 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<220> 

<221> misc_f eature 

<222> (9) . . (9) 

<223> n = a, c, g, or t 

<400> 4 

tcaagagang agggaaacct gcc 

<210> 5 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic DNA 

<400> 5 

cttgttgggg tagtgggcat a 

<210> 6 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 6 

ggttgtaagt gttcaggttg tgg 

<210> 7 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 7 

acattcgcag gtatgccgct g 

<210> 8 

<211> 22 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic DNA 

<400> 8 

agacaacatc ttctgtgctg gt 

<210> 9 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 9 

ttgccagcgg catacctgcg agt 

<210> 10 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 10 

aggtagaaaa gagacctctc tea 

<210> 11 

<211> 22 

<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 11 

tagacggtga ctcagagctg ca 

<210> 12 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 12 

ggaaaataga cttctcttat tcag 

<210> 13 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 13 

agggtattga gatgccagag gc 



<210> 14 
<211> 883 



<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (166) . . (591) 

<223> 

<220> 

<221> mat_peptide 

<222> (223) . . () 
<223> 



<400> 14 

gaaaagagac ctctctcagt agacggtgac tcagagctgc agggtgtacc aggcaggtgg 60 

actcggtccc catcaccttt gcaacaggga cagagcttgc agtacccaga tgcccctggg 120 

aggtggcaga gcaggctccc atgccccctg cctacctccc ccagg atg aaa cct ccc 177 

Met Lys Pro Pro 

att gcc ctg get tgc ctt tgc etc ctg gtg ccc ctg get ggc ggg aac 225 
lie Ala Leu Ala Cys Leu Cys Leu Leu Val Pro Leu Ala Gly Gly Asn 
-15 -10 -5 -1 1 

ctg gtc cag ttt gga gtg atg att gag aga atg acg gga aag cct gcc 273 
Leu Val Gin Phe Gly Val Met lie Glu Arg Met Thr Gly Lys Pro Ala 
5 10 15 

ctg cag tac aat gac tat ggc tgc tat tgc ggt gtc ggt ggc tec cac 321 
Leu Gin Tyr Asn Asp Tyr Gly Cys Tyr Cys Gly Val Gly Gly Ser His 
20 25 30 

tgg cca gtg gac gag acg gat tgg tgt tgt cat gcc cat gac tgc tgc 369 
Trp Pro Val Asp Glu Thr Asp Trp Cys Cys His Ala His Asp Cys Cys 
35 40 45 

tat ggc cgc ctg gag aag ctg ggc tgt gac ccc aag ctg gaa aag tac 417 

-8- 



Tyr Gly Arg Leu Glu Lys Leu Gly Cys Asp Pro Lys Leu Glu Lys Tyr 
50 55 60 65 



etc ttc tct ate act cga gac aac ate ttc tgt get ggt aga acg get 465 
Leu Phe Ser lie Thr Arg Asp Asn lie Phe Cys Ala Gly Arg Thr Ala 

70 75 80 

tgc cag egg cat acc tgc gag tgt gac aag aga get get ctt tgc ttt 513 
Cys Gin Arg His Thr Cys Glu Cys Asp Lys Arg Ala Ala Leu Cys Phe 
85 90 95 

cgc cac aac ctg aac act tac aac cgc aag tat gec cac tac ccc aac 561 
Arg His Asn Leu Asn Thr Tyr Asn Arg Lys Tyr Ala His Tyr Pro Asn 
100 105 ~ "* ^ 110 

aag ctg tgt act ggg ccc acc cca ccc tgc tgaggccctg ctcggctcca 611 
Lys Leu Cys Thr Gly Pro Thr Pro Pro Cys 
115 120 

tagccacccc aggctgetge agtctcaggc ccagagaagc tcggaaccca gattcctctc 671 

ccagcagact catcccgccc cccccccaga gatcatgagc cctggtctct ggcctccagg 731 

accacaccag. atecaeggga tcagctgaag aagtcacggg actcgtcagc gctcacaaga 791 

tccactaagt cgcctctggc atctcaatac cctcttctga ataagagaag tctattttcc 851 

cgaaaaaaaa aaaaaaaaaa aaaaaaaaaa aa 883 

<210> 15 

<211> 142 

<212> PRT 

<213> Mus musculus 



<400> 15 

Met Lys Pro Pro lie Ala Leu Ala Cys Leu Cys Leu Leu Val Pro Leu 

-15 -10 -5 



Ala Gly Gly Asn Leu Val Gin Phe Gly Val Met lie Glu Arg Met Thr 
-11 5 10 



Gly Lys Pro Ala Leu Gin Tyr Asn Asp Tyr Gly Cys Tyr Cys Gly Val 
15 20 25 

-9- 



Gly Gly Ser His Trp Pro Val Asp Glu Thr Asp Trp Cys Cys His Ala 
30 35 40 45 



His Asp Cys Cys Tyr Gly Arg Leu Glu Lys Leu Gly Cys Asp Pro Lys 

50 55 60 



Leu Glu Lys Tyr Leu Phe Ser lie Thr Arg Asp Asn lie Phe Cys Ala 
65 70 75 



Gly Arg Thr Ala Cys Gin Arg His Thr Cys Glu Cys Asp Lys Arg Ala 
80 85 90 



Ala Leu Cys Phe Arg His Asn Leu Asn Thr Tyr Asn Arg Lys Tyr Ala 
95 100 105 



His Tyr Pro Asn Lys Leu Cys Thr Gly Pro Thr Pro Pro Cys 
110 115 120 



<210> 16 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 16 

ctayggctgy yaytgygg 

<210> 17 

<211> 19 

<212> DNA 

<213> Artificial Sequence 



-10- 



<220> 

<223> Synthetic DNA 
<400> 17 

gbycrtagca rcagtcatg 19 

<210> 18 

<211> 300 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (197) . . (197) 

<223> n = a, c, g, or t 

<400> 18 

ctatggctgt tactgcggca tcggtggctc ccactggccg gtggaccaga ctgactggtg 60 

aggaagcagc ctgcaggggg acctccatgg ggatggagga gctgggggat cctgggagga 120 

tcctgggaga aggagggaag cctgggggca cctggaaaat tcaggctgat ctctcctctg 180 

ggctactttg ggctcgnggg ccccgagcag cccctggtcc agcccagcct ggctcacagg 240 

tccctccagg tcaaccatga cccttgcagg tgctgccacg cccacgactg ctgctacggg 300 

<210> 19 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 



-11- 



<223> Synthetic DNA 

<400> 19 

ctatggctgt tactgcggca tc 

<210> 20 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 20 

ggcatcggtg gctcccactg g 

<210> 21 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 21 

tcccactggc cggtggacca g 

<210> 22 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic DNA 

<400> 22 

tagcagcagt cgtgggcgtg g 21 

<210> 23 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 23 

tggcagcacc agtcagtctg 20 

<210> 24 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 24 

agtctggtcc accggccagt g 21 

<210> 25 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



-13- 



<220> 

<223> Synthetic DNA 

<400> 25 

cccaaactga accaggttcc c 

<210> 26 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic DNA 

<400> 26 

ggttcccggt gaccagagcc a 

<210> 27 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic DNA 

<400> 27 

gctatggagc cgagcagggc c 

<210> 28 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



<220> 



<223> Synthetic DNA 

<400> 28 

ggggtggcta tggagccgag c 21 

<210> 29 

<211> 487 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (59) . . (484) 

<223> 



<220> 

<221> mat_peptide 

<222> (116) . . () 
<223> 



<400> 29 

ctgctttctt ctgctgcctt ttatgctcct tgtgcacctc ccttccccgc aacctggg 58 

atg aaa tct ccc cac gtg ctg gtg ttc ctt tgc etc ctg gtg get ctg 106 
Met Lys Ser Pro His Val Leu Val Phe Leu Cys Leu Leu Val Ala Leu 

-15 -10 -5 

gtc acc ggg aac ctg gtt cag ttt ggg gtg atg ate gag aag atg aca 154 
Val Thr Gly Asn Leu Val Gin Phe Gly Val Met lie Glu Lys Met Thr 
-11 5 10 

ggc aag tec gee ctg cag tac aac gac tat ggc tgt tac tgc ggc ate 202 

-15- 



Gly Lys Ser Ala Leu Gin Tyr Asn Asp Tyr Gly Cys Tyr Cys Gly lie 
15 20 25 

ggt ggc tec cac tgg ccg gtg gac cag act gac tgg tgc tgc cac gec 250 
Gly Gly Ser His Trp Pro Val Asp Gin Thr Asp Trp Cys Cys His Ala 
30 35 40 "* 45 

cac gac tgc tgc tac ggg cgt ctg gag aag ctg ggc tgt gag ccc aaa 298 
His Asp Cys Cys Tyr Gly Arg Leu Glu Lys Leu Gly Cys Glu Pro Lys 

50 55 " 60 

ctg gaa aag tat ctt ttc tct gtc age gaa cgt ggc att ttc tgc gec 346 
Leu Glu Lys Tyr Leu Phe Ser Val Ser Glu Arg Gly lie Phe Cys Ala 
65 70 75 

ggc agg acc acc tgc cag egg ctg acc tgc gag tgt gac aag agg get 394 
Gly Arg Thr Thr Cys Gin Arg Leu Thr Cys Glu Cys Asp Lys Arg Ala 
80 85 90 

gec etc tgc ttt cgc cgc aac ctg ggc acc tac aac cgc aaa tat gec 442 
Ala Leu Cys Phe Arg Arg Asn Leu Gly Thr Tyr Asn Arg Lys Tyr Ala 
95 100 105 

cat tat ccc aac aag ctg tgc acc ggg ccc acc ccg ccc tgc tga 487 
His Tyr Pro Asn Lys Leu Cys Thr Gly Pro Thr Pro Pro Cys 
110 115 120 

<210> 30 

<211> 142 

<212> PRT 

<213> Homo sapiens 



<400> 30 

Met Lys Ser Pro His Val Leu Val Phe Leu Cys Leu Leu Val Ala Leu 

-15 -10 -5 



Val Thr Gly Asn Leu Val Gin Phe Gly Val Met lie Glu Lys Met Thr 
-11 5 10 



Gly Lys Ser Ala Leu Gin Tyr Asn Asp Tyr Gly Cys Tyr Cys Gly lie 
15 20 " 25 ^ 



-16- 



Gly Gly Ser His Trp Pro Val Asp Gin Thr Asp Trp Cys Cys His Ala 
30 35 40 ' 45 



His Asp Cys Cys Tyr Gly Arg Leu Glu Lys Leu Gly Cys Glu Pro Lys 

50 55 ' 60 



Leu Glu Lys Tyr Leu Phe Ser Val Ser Glu Arg Gly lie Phe Cys Ala 
65 70 75 



Gly Arg Thr Thr Cys Gin Arg Leu Thr Cys Glu Cys Asp Lys Arg Ala 
80 85 90 



Ala Leu Cys Phe Arg Arg Asn Leu Gly Thr Tyr Asn Arg Lys Tyr Ala 
95 - - 10 o " " 105 



His Tyr Pro Asn Lys Leu Cys Thr Gly Pro Thr Pro Pro Cys 
110 115 120 



<210> 31 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 31 

atgaaatctc cccacgtgct gg 

<210> 32 

<211> 49 

<212> DNA 

<213> Artificial Sequence 



-17- 



<220> 

<223> Synthetic DNA 

<400> 32 

agtagttgat gcggccgcca ccatgaaatc tccccacgtg ctggtgttc 

<210> 33 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 33 

tcagcagggc ggggtggg 

<210> 34 

<211> 44 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 34 

taagcttttc tagatcagca gggcggggtg ggcccggtgc acag 



-18- 



